Spatial whole transcriptomics uncovers unique functional insights into the histological structures of the human pancreas using Digital Spatial Profiling Eﬁ'-.il
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Sample Description and Profiling Strategy A non-diseased pancreas biopsy from a 68-year-old Caucasian woman was profiled via GeoMx DSP using the Whole Transcriptome Atlas (18,500+ genes). The tissue was stained with fluorescent antibodies to guide region
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