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S : C - Post-translational modifications, such as ERK1/2 phosphorylation, are key indicators of cellular
Objectives: Influx of suppressive macrophages in biopsy 3 /2 phosphory ’ y

- Identify new treatments for cancer that last longer (are more durable) state and signaling activity.

- Allow better quality of life (are more tolerable) for patients with advanced disease
- Understand why therapies often stop working

119-plex panel allows the spatial characterization of cell signaling and apoptotic pathways

- Gentle and fast darkening chemistry through UV photocleavage permits fast turnaround time
and low impact to sample stability.

CosMx Spatial Molecular Imaging - 8-plex customization of CosMx protein assays adapts the assay to specific biological questions.

CosMx protein assays detect antibody localization by hybridization of a bright, photocleavable
reporter construct. The reporter construct can be gently removed by photocleavage. The com-
mercial 64-plex Human Immuno-oncology panel was combined with conjugated antibodies for
an additional 51 targets, as well as a four-target segmentation cocktail, yielding a 119-plex panel.

Reporter

Methods

Slides, ranging in age from freshly-cut to over one year-old, were stained with a 119-plex an-
tibody cocktail using the standard CosMx protein commercial protocol
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Images were acquired on a CosMx instrument. Protein abundance was calculated as the pixel
intensity normalized by cell or compartment area. Cell typing was performed using a modi-
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