
Product Assay Type Maximum 
Targets

Daily 
Sample 
Throughput

Custom 
CodeSets

User-designed, turn-key 
solution that comes ready-
to-use

800 24-96

Elements™ 
TagSets

Self-assembled, 
interchangeable probes, 
optimized for smaller 
validation projects with 
maximum flexibility.

216 24-96

PlexSet™ 
Reagents

Self-assembled, 
interchangeable probes for 
high-throughput, sample 
multiplexing projects

96 192-1152

Pathway-based gene expression studies have been used in 
model organism research to better understand developmental 
biology, evolution, and disease pathogenesis.

nCounter Gene Expression Assays reduce time to data with 
a simple workflow of less than 15 minutes hands-on time and 
streamlined analysis, generating results in under 24 hours.  

•	 Profile up to 800 genes from a single sample 

•	 Flexible content allows you to select the organism/genes of 
your choice

•	 Compatible with total RNA and crude cell lysate

•	 No amplification, RT or library prep with as little as 25 ng RNA 

•	 nCounter platform cited in peer reviewed publications

•	 Technical replicates are not required due to direct, digital 
counting

•	 Sample multiplexing with PlexSet reagents allows you to 
profile 96 genes in 96 samples at once, generating 9,216 
data points

Explore the Biology of Model Organisms
with nCounter® Gene Expression Analysis

Custom Solutions
Affordable for every lab and project

Common Species for Agricultural Design RequestsDID YOU KNOW?
nCounter probe sets have been designed for over 300 
species, and there have been more than 6,000 probe 
designs made to date.

Common Species for Model Organism Design Requests

•	 Mouse
•	 Rat
•	 Rhesus macaque
•	 Arabidopsis

•	 Fruit Fly
•	 Zebrafish
•	 Yeast
•	 Frog

•	 Roundworm/
Nematode

•	 Chinese Hamster

1. Hybridize

SOLUTION PHASE
HYBRIDIZATION

EXCESS PROBES 
REMOVED

HYBRIDIZED PROBES 
BIND TO CARTRIDGE

COMPLEXES ARE 
IMMOBILIZED & ALIGNED BARCODES COUNTED

2. Purify & Immobilize 3. Count

5 min hands on time
per 12 sample set 

(16-24 hrs hybridization)

5 min hands on time
per 12 sample set 

(16-24 hrs hybridization)

5-10 min hands on time to transfer to Cartridge/Prep Station 
(Additional up front time required to pool PlexSet)

5-10 min hands on time to transfer to Cartridge/Prep Station 
(Additional up front time required to pool PlexSet)

~6 hours instrument
run time

~6 hours instrument
run time

nCounter Workflow for Custom Gene Expression Assays 

+–
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Sales Contacts
United States us.sales@nanostring.com
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NanoString Technologies, Inc. 
530 Fairview Avenue North
Seattle, Washington 98109
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Other Regions info@nanostring.com

T (888) 358-6266
F (206) 378-6288

nanostring.com 
info@nanostring.com

Probe Design
Probe sequences are designed by NanoString bioinformaticians free of charge. Probes can be designed for any species of interest with a 
known transcriptome sequence.

Data Analysis
Generate highly-customizable reports, basic statistical 
outputs and publication-quality figures quickly and easily 
with our data analysis software.

•	 Recommended quality control on samples/lanes 

•	 Tunable normalization and fold-change measurements 

•	 Statistical significance testing
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KIT

CCNA2

UBE2TSPRY2 PKMYT1
LIFR H2AFX

MAML2
ERBB2

NTRK2
ITGA7 CCNB1

HIST1H3HIGF1 COMPEZH2IL11RA INHBASFRP1 TTKPDGFD E2F1 HIST1H3BPPARG
LEPRRUNX1T1 PTTG2

CDKN1C FANCAJUN RAD51CDC25CCDKN2C CDC6CCNE2 COL11A1ID4 XPA CDC25AMYD88
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Contact your local representative for a project consultation today and  
visit our website for more information: nanostring.com/custom-solutions

Submit your RefSeq IDs 
to NanoString.

LEAD TIME
Customer-defined

NanoString designs 
probes, then creates and 
sends a Design Report.

LEAD TIME
3-5 days

Customer reviews and 
approves Design Report.

LEAD TIME
Customer-defined

NanoString manufactures and ships 
product to customer.

LEAD TIME
Custom CodeSets: 3-5 weeks
Elements TagSets and PlexSet reagents: 
1-3 days (customer orders oligo probes from  

3rd party using provided sequences)

SELECT
GENES

PROBE 
DESIGN

CUSTOMER 
REVIEW

MANUFACTURE 
AND SHIP1 2 3 4

http://nanostring.com/custom-solutions

